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NGS Solutions to Advance Your Research

Whole Exome Sequencing (WES)

• Population Genetics

• Rare Variant Discovery

Whole Genome Sequencing (WGS)

• Population Genetics

• CNV, de novo assembly and more

Non-model organisms

• De novo assembly

• Gene prediction and  
identification

Viral Genome  

Sequencing

• Viral RNA and DNA 
screening  and 
identification from
samples

• Variant profiling

Immunogenomics

• Immune repertoire profiling

• Precision AntibodyDiscovery

• HLA Genotyping

RNA Sequencing (RNA-Seq)

• mRNA and total RNA
expression profiling

• Splice isoform profiling

• GO and KEGG analysis of gene 

pathways and functions

• High-throughput gene  
expression screening

• Protein–protein function  
associations

Targeted Sequencing

• Pharmacogenomics

• Cancer and custom gene panels

• CRISPR validation assay

Epigenomics

• DNA methylation  identification 
on N6- adenine (6mA), N4-
cytosine (4mC), and C5-
cytosine (5mC)

• PacBio SMRT-sequencing

Metagenomics

• Whole genome

• 16S assay for bacterial ID

• ITS2 assay for fungalID

• De novo assembly

Clinical and Cancer Sequencing

• Pathogenic Variant Identification

• Personalized Medicine



Volcano Plot

Shows statistical significance 

(P value) versus magnitude of 

change (fold change).
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Heat maps

Common method of visualizing 

gene expression data.

Principal component 

analysis (PCA) 

Classic dimension reduction 

approach. It constructs linear 

combinations of gene 

expressions, called principal 

components (PCs). The PCs 

are orthogonal to each other, 

can effectively explain 

variation of gene expressions.
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Pathways view

Visualize the results of the top 

upregulated and 

downregulated pathways.

GO Enrichment Analysis

Analyze Gene Ontology (GO) 

including Biological Process 

(BP), Molecular Function (MF) 

and Cellular Component (CC).

KEGG Enrichment Analysis

Understand high-level 

functions and utilities of the 

biological system, such as the 

cell, the organism and the 

ecosystem, from molecular-

level information.

Protein-protein interactions 

Visualize and analyze Protein-

protein interactions among top 

20 up-regulated genes or 

more.
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Hard to detect mutation identification

Our advanced algorithms detect hard-to-find mutations in NGS 

data, supporting robust and accurate genomic studies.

Mutation annotations

Specializing in mutation annotation, our platform provides 

detailed insights into genetic variations using robust data 

analysis techniques and more than 100 different databases.
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Predicted Protein 3D Structures

Provide reliable insights into whether missense 

variants are disease associated or not.
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All in one place

From raw data

Through analysis

To anything you need
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Contact Us

info@deepbiot.com
www.deepbiot.com


